Fifteen genes implicated in thiopurine metabolism and toxicity identified through a systematic search shown in the table (tabulated in an alphabetical order). The HLA-DQA1-HLA-DRB1 locus although implicated in thiopurine toxicity, was not included in our analysis due to inherent difficulties in analysis of this highly polymorphic region through whole-exome sequencing data. In this table, the sensitivity and specificity values for predicting the normality of the TPMT enzyme activity (with 67 mU/L as the cut-off between low or intermediate and normal) through application of the TPMT variants alone or in combination with the MOCOS variants. Inclusion of the MOCOS variants to the TPMT variation improves the sensitivity for the biochemical activity level of TPMT, but a corresponding loss of specificity is observed when compared with the TPMT variation alone. 
